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Abstract

(Background & Methods) The flavor and smell of natural cheese are generated by various
microorganisms involved in fermentation. Hence, microbiota should be elucidated to ensure
the quality and safety of natural cheese. Various studies have been conducted on DNA
extraction methods for bacterial flora analysis with DNA. Although DNA extraction meth-
ods have been investigated for natural cheese, the effects of extraction methods on bacterial
flora analysis remain unclear. In the present study, four different methods were employed
for DNA extraction from natural cheese to examine their effects on bacterial flora analysis
by DGGE.

(Results & Discussion) The DNA extraction methods differed in DNA yields and purity
among the same samples and in the amplification efficiency of PCR. Bacterial flora analysis
by DGGE showed different band patterns depending on the samples and extraction methods.
However, the results of bacterial flora analysis were not correlated with the yields and purity
of extracted DNA or amplification efficiency of PCR. Therefore, the effects on bacterial flora
analysis could not be easily determined solely by the evaluation of extracted DNA. Thus,
samples should be examined separately in bacterial flora analysis in consideration of

differences due to DNA preparation, extraction methods, and PCR conditions.
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